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Wnt signalling pathways
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Wnt/p-catenin Pathway
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M SA of Beta-Catenin

r
n
h
]
X
2
o
=]

Consensu

orNXe T3

Consensus

oMNXe T3

Consensus

r
"
h
5
X
z
1]
5

Consensu

r
n
h
]
X
2
o
=]

Consensu

orNXe T3

Consensus

oMNXe T3

Consensus

1 10 20 30 40 50 1] 0 80 90 100 110 120 130

I
HATOADLHEL DAAMEPDRKARYSHHOOOSYL~DSGIHSGATTTAPSLSGKGNPEEEDYDTSOYL YEHEQGF SOSFTOEQYADIDGOYARTRAORYRARNFPETLDEGHOIPSTOF DARHP
HATOADL HEL DHAHEPDRKARYSHHOOAOS YL ~DSGTHSGATTTAPSL SGKGHPEEEDYDTSAYL YEHEQGFSOSFTOEOYADTIDGOYAHTRAORYRARKFPETL DEGHOTPSTOF DARHP
HATOADLHEL DHAHEPDRKARYSHHOOASYL~DSGIHSGATTTAPSLSGKGNPEEEDYDTSAYL YEHEQGFSOSFTOEQYADIDGOYAHTRAORYRARKFPETLDEGHAIPSTAF DARHP
HATOADLHEL DAAMEPDRKARYSHHOOOSYL~DSGIHSGATTTAPSLSGKGNPEEEDYDTTOYL YEHEQGF SOSFTOEQYADIDGOYARTRAOR YRARNFPETLDEGHOIPSTOF DARHP
HATOADLHEL DHAHEPDRKARYSHHOOOSYL~DSGIHSGATTTAPSLSGKGHPEDEDYDTHOYL YEHEQGF SOSFTODOYADIDGOYAHTRAOR YRARKFPETLDEGHOIPSTOFDSAHP
HATASDLHEL EHAHDPDRKARYSHHNOAOSYL ~DSGTHSGATTTAPSL SGKGNPEDDDYD-HAYL YEHEQGFHOSFNOEQYADTDGOYAHTRAORYRARKFPETLDEGHOTPSTAFDSAHP
HSYHPAQHRTHSHHNOYHPPDLPPHYSAKEATLHHOONSYLGDSGIHSGRY TOYPSLSGK---EDEEHEGDPLHFOLOTGF PONF TQDOYDDHHQOLSATRSORYRARHFPETLEEGIEIPSTAFDPQOP
+++sesessaliataklnel #fanepdrkaavshHO0#5YL , DSGIHSGAL TLaPSLSGKgnpE # ##vit ,quiZiuiqGF sOsFLO#0VaDitglyanTRaORYRARHFPETL#EGRHIPSTOFD, ahP
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I I
THYORLAEPSOHLKHAYYHLINYODDAELATRAIPEL TKLLHDEDOYYYHKARYHYHOLSKKEASRHATHRSPOHYSATYRTHONTHDYETRRCTAGTLHHLSHHREGLLATFKSGGIPALYKHLGSPYD
THYORLAEPSAHLKHAYYHLINYQDDAELATRAIPEL TKLLHDEDAYYYHKARYHYHOL SKKEASRHATHRSPAHY SATYRTHANTHOYETARCTAGTLHHL SHHREGLLATFKSGGIPALYKHLGSPYD
THYORLAEPSOHLKHAYYNLINYODDAELATRAIPEL TKLLMDEDQYYYHKARYHYHOLSKKEASRHATHRSPOMYSATYRTHONTHDYETRRCTAGTLHHLSHHREGLLATFKSGGIPALYKHLGSPYD
THYORLAEPSOHLKHAYYHLINYODDAELATRAIPEL TKLLHDEDOYYYHKARYHYHOLSKKEASRHATHRSPOHYSATYRTHONTHDVETRRCTAGTLHHLSHHREGLLATFKSGGIPALYKHLGSPYD
THYORLAEPSOHLKHAYYHLINYODDAELATRATPEL TKLLHDEDOYYYHKARYHYHOL SKKEASRHATHRSPOHYSATYRTHONTHDVETRRCTAGTLHHL SHHREGLL ATFKSGGIPALYKHLGSPYD
THYORLAEPSOHLKHAYYHLINYOQDDAELATRAIPEL TKLLHDEDQYYYHKARYHYHOLSKKEASRHAIHRSPOHYSATYRTHON THDYETRRCTSGTLHHLSHHREGLLAIFKSGGIPALYKYLGSPYD
TAYORLSEPSOHLKHAYYNLINYOQDDAELATRAIPELIKLLMDEDQYYYSOARNHYHOLSKKEASRHATHHSPOHYAAL YRATSHSHOLESTKARYGTLHHLSHHROGLLATFKSGGIPALYKLLSSPYE
TnYORLaEPSOHLKHAYYHLINYODDAELATRATPELLKLLHDEDOYYYnkARYHYHOL SKKEASRHATHr SPOHY sAiYREngHLHDvELarctaGTLHHLSHHR #GLLATFKSGGIPAL YKnLg5PY &
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I I
SYLFYALTTLHHLLLHOEGAKHAYRLAGGLAKHYALLHKTHYKFLAITTOCLAILAYGHOESKLITLASGGPOALYNIHRTYTYEKLLHTTSRYLKYLSYCSSHKPATYEAGGHOALGLHL TDPSARLYD
SYLFYALTTLHHLLLHOEGAKHAYRLAGGLOKHYALLNKTHYKFLAITTDCLOILAYGHOESKLITLASGGPOALYNIHRTYTYEKLLHTTSRYLKYLSYCSSHKPAIYEAGGHOALGLHL TOPSORLYQ
SYLFYALTTLHHLLLHOEGAKHAYRLAGGLOKHYALLHKTHYKFLATITTDCLOILAYGHOESKLITLASGGPOALYNIHRTYTYEKLLHTTSRYLKYLSYCSSHKPATYEAGGHOALGLHL TDPSORLYQ
SYLFYAITTLHHLLLHOEGAKHAYRLAGGL AKHYALLHKTHYKFLATTTDCLOTLAYGHOESKLITLASGGPOALYNIHRTYTYEKLLHTTSRYLKYLSYCSSHKPATYEAGGHOALGLHL TDPSORLYQ
SYLFYALTTLHHLLLHOEGAKHAYRLAGGLOKHYALLNKTHYKFLAITTDCLOILAYGHOESKLITLASGGPOALYNIHRTYSYEKLLHTTSRYLKYLSYCSSHKPAIYERGGHOALGLHL TDSSORLYQ
SYLFYALTTLHHLLLHOEGAKHAYRLAGGLOKHYALLHKTHYKFLATITTDCLOILAYGHOESKLITLASGGPOALYNINRTYTYEKLLHTTSRYLKYLSYCSSHKPATYEAGGHOALGLHL TDPSORLYQ
SYLFYALTTLHHLLLHODGSKHAYRLAGGLOKHYTLLORNHYKFLATYTDCLOILAYGHOESKLIILASGGPHELYRIHRS YD YEKLLHTTSRYLKYLSYCSSHKPATYDAGGHOALAHHLGHHSPRLYQ
SYLFYALTTLHHLLLHO #GakHAYRLAGGLAKHY al L #kt HYKFLAIL TDCLAILAYGHRESKLITLASGGP #al YnIHRE YE YEKLLHTTSRYLKYLSYCSSHKPATY #AGGHOAL ¢ FHLE #pSqRLYD
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1 I
HCLHTLRHLSDARTKOEGHEGLLGTLYOLLGSDDINYYTCARGILSHLTCHHYKHKHHYCOVGGIEALYRTYLRAGDREDITEPAICALRHL TSRHOEREHAOHAYRLHYGLPYYYKLLHPPSHHPLIKA
HCLHTLRHLSDAATKQEGHEGLLGTLYOLLGSDDINYYTCARGILSHLTCHHYKHKHHYCOYGGIEALYRTYLRAGDREDITEPATICALRHL TSRHOEREHAOHAYRLHYGLPYYYKLLHPPSHHPLIKA
HCLHTLRHLSDAATKOEGHEGLLGTLYOLL GSDOTHYYTCARGILSHL TCHHYKNKHHYCOYGGIEALYRTYLRAGOREDI TEPATCALRHL TSRHOEREHAOHAYRLHYGLPYYYKLLHPPSHHPLIKA
HCLHTLRHLSDARTKOEGHEGLLGTLYOLLGSDDINYYTCARGILSHL TCHHNYKNKHHYCOYGGIEALYRTYLRAGDREDITEPAICALRHL TSRHOEREHAQNAYRLHYGLPYYYKLLHPPSHHPLIKA
HCLHTLRHLSDAATKOEGHEGLLGTLYOLLGSDDINYYTCARGILSHL TCHHYKHKHRYCOYGGIEALYRTYLRAGDREDITEPATICALRHL TSRHOEREHAOHAYRLHYGLPYYYKLLHPPSHHPLIKA
HCLHTLRHLSDAATKQEGHEGLLGTLYOLLGSDDINYYTCARGILSHLTCHHYKNKHHYCOVGGIEAPYRTYLRAGDREDITEPATICALRHL TSRHODAEHAOHAYRLHYGLPYYYKLLHPPSHHPLIKA
HCLHTLRHLSDARTKYEGLEALLASLYOYLGSTDYHYYTCARGILSHL TCHNARNKATYCOYGGYDALYRTITHAGDREET TEPAYCALRHL TSRHYDSELAONAYRLHYGL SYIYKLLHPPSRHPLIKA
HCLHTLRHLSDARTKQEGHEELL gt L YO1LGSdD ! HYYTCARGILSHLTCHHYkNKnnYCOVGG ! #ALYRT ! LrAGDRE #ITEPA! CALRHLTSRHq #aE$AONAYRLhYGLpY ! YKLLHPPShHPLIKA
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I I
TYGLIRHLALCPANHAPLREQGAIPRLYQLLYRAHODTOR-RTSHGGTOO0----FYEGYRHEEIVEGCTGALHILARDYHHRIYIRGLNTIPLFYOLLYSPIENIORYARGYLCELAQDKERRERTERE
TYGLIRHLALCPANHAPLREQGATPRLYALL YRAHODTOR-RTSHGGTOOO----FYEGYRHEETVEGCTGALHILARDYHHRIYIRGLNTIPLFYOLL YSPIERIORYAAGYL CELAODKERRERTERE
TYGLIRHLALCPANHAPLREQGAIPRLYALLYRAHODTOR-RTSHGGTANO----FYEGYRHEEIYEGCTGALHILARDYHHRIVIRGLHTIPLFYALL YSPTENIORYAAGYLCELAQDKEAREATERE
TYGLIRHLALCPANHAPLREQGAIPRLYQLLYRAHODTOR-RTSHGGTOOO YEGYRNEEIYEGCTGALHILARDYHHRIVIRGLHTIPLFYALLYSPIEMIORYARGYLCELAODKEARERIERE
TYGLIRHLALCPANHAPLREQGAIPRLYQLLYRAHODTOR-RTSIGGTOOO YEGYRHEEIYEGCTGALHILARDIHHRIVIRGLHTIPLFYQLLYSPIENIORYARGYLCOYAODKEARERIERE
TYGLIRHLALCPANHAPLREQGATPRLYALLYRAHODTOR-RTSHGGTONO----FYEGYRHEETVEGCTGALHILARDTHHRIYIRGLNTIPLFYALLYSPIENIORYAAGYLCELAQDKEAREATERE
YIGLIRHLALCPAHHAPLREHGAIHHLYRLLHRAFOOTERGRSSIATTGSOOPSAYADGYRHEEIVEGTYGALHILARESHHRALIROQSYIPIFYRLLFNELIENIORYAAGYLCELARDKEGAEITEQE
t ! GLIRHLALCPANHAPLREqGAIprLYqLLvRAhODT #R RLSnggTqq, , . . Av#GYRHEEIVEGCE GALHILAR # ,HHRivIRg Int IP1FYqLLspIENIORYARGYLC #1AqDKEaREaIEaE
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I
GATAPLTELLHSRHEGYATYAAAYLFRHSEDKPODYKKRLSYEL TSSLFRTEPHAH-HETADL GLDI----GAOGEAL G-YRODDPSYRSFHSGG----YGADALGHOPHHEHEH-
GATAPLTELLHSRHEGYATYARAYLFRASEDKPODYKKRLSYELTSSLFRTEPHAH-HETADLGLOT.
GATAPLTELLHSRHEGYATYAAAYLFRASEDKPODYKKRLSYELTSSLFRTEPHAH-NETADL GLOT.
GATAPLTELLHSRHEGYATYAAAYLFRHSEDKPODYKKRLSYEL TSSLFRTEPHAH-HETADL GLOT.
GATAPL TELLHSRHEGYATYAAAYL FRHSEDKPADYKKRL SYEL TSSLFRTEPHPH-HERADL GLOT. Y GODAHGHDSHHDHDH=—=-~GGHHPGADYP
GATAPLTELLHSRHEGYATYARAYLFRHSEDKPODYKKRLSYEL TSSLFRTEPHTH-HETGDLGLDI----GAUGEPLG-YRODDPSYRSFHSGG----Y GADANGHDPHHEHEH-——--AGHHPGPDYP
EHTGPLTDLLHSRNEGVHTYHHHVLFRHSEDKPQDYKKRLSIELTNSLLREDNNIHHNHDLEHGPDLQDHLGPEEHYEGLYGQEPPSUHSSHGERHFHQQEYDTLPIDSHQELEISSPUGEGGHEEHPGN
GATaPLT#LLHSRHEGYATYAAAYLFRHSEDKPODYKKRLS 'ELTs5LFRE #pn 0, Hetad$G1Di, , , .Ga¥ge, 16, YrOddpSyrS5fHsgg. . . .yGqlatgnD, R

781 790 800 810 820 830 840 846
1 1
YDGLPDLGHAADLHOGL PPGDSHALAK-FOTOL
YDGLPDLGHARDLHDGLPPGDSHALAH-FOTOL
YDGLPDLGHAODLHDGLPPGDSHOLAK-FOTDL
YDGLPDLGHANDLHDGL PPGDSHOLAK-FOTOL
YDGLPDLSHAODLHDGLPPGDSHALAH-FOTOL
YDGLPDLGHTODLIDGLPPGDSHOLAH-FOTDL
GGAYGGASGGAEGHIGATIPPSGAPTSPYSHOHDYGEIDAGALNFDLDAHP TPPHDHHHLARMYDTDC
viglpdlghaqdlndglPPedsnglaw FORDL. oo errnininineiiionncrssssnsess
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Human Beta Catenin

Searched using the human Protein Sequence
Used Scan Site
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Dikkopf Protein in Scan Site

Inhibitor of the wnt signalling — binds to LRP5/6
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LRP5/6 = Low density lipoprotein related receptor protein

>NP_034181.2 dickkopf homolog 1 [Mus musculus]



JPRED Prediction of Protein Structure for Mouse Dikkopf
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CMPSDHSHFPRCGEI EESI | ENLGNDHNAAAGDGYPRRTTLTSKI YHTKGQEGSVCLRSSDCAAGL CCARH
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FWSKI CKPVLKEGQVCTKHKRKGSHGLEI FQRCYCGEGLACRI QKDHHQASNSSRLHTCQRH

Using the Kyte-Doolittle method of calculating hydrophilicty — Dickopf protein
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wnt receptor Frizzled 4 (human )

7 transmembrane protein
- using SOSUI

/3 505U1: Result - Microsoft Internet Explorer /3 S05UL: Result - Microsoft Internet Explorer [8lx]
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