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hRal-BD_Sech HSRSROPPLYTGISPHEGIPHTKYTIRGENLGTGPTOLIGLTICGHHCLLTAEHHSASKIVCRYGOAKNDAGDITYTTKSGGRGTSTYSFRKLLKPEKIGILDASA
Rzech HSRSROPPLYTGISPHEGIPHTKYTIRGEHLGTGPTDLIGLTICGHHCLLTAEHHSASKIYVCRYGOAKHDKGDIIVTTRSGGRGTSTYSFKLLKPEKIGILDOSA

dsech PYY¥TGLSPKEGPPGTRYITIRGEFLGTRYODLIGLKICGSDCLLSAEHKSPHEITARTGPAKG-KGDIIYTTLSGGYGTSTYOFRAYH-ETIGPLKESA
hRalBP1_Ral-BD ROEFLLHCLH-ROLOGGIKDLSKEERLHEYORIL TALKRKLREAKROECETKIAOETASLSKEDYSKEENNENEEYINILL ADENETL TEQEELLAR
nRalBP-RED ROEFLLHCLH-ROLOGGIKDLSKEERLHEYORIL TALKRKLREAKROECETKIAOETASLSKEDYSKEENNENEEYINILL ADENETL TEQEELLAR
rRalBP-RED ROEFLLHCLH-ROLOGGIKDLSKEERLHEYORILTALKRKLREAKROECETKIAOETASLSKEDYSKEETHEHEEYINILL ADENETL TEQEELLAR

Conzensus ,,..rq.plvtglsp, #g,petky,irgE, Lok, , dLiglkicyg, #cll, aev. s, kilar,g,ak, ke#iivit spp,.ebskv, f.1,, . E.ig, ¥, .54

01|14091752|ref[NP_114456.1| RalA binding protein 1 [Rattus... 133 1e-30
016677751 ref[INP_033093.1| ralA bindingprotein 1; Ral-int... 131 3e-30
01[25054314|ref| X P_192825.1| ralA binding protein 1 [Mus mu... 131 3e-30
01|2143949|pir||[A57467 RalBP1 - rat >gi|971249|gb|AAA80654.... 131 5e-30
01[5803145|ref[NP_006779.1| ralA bindingprotein 1; ralA-bi... 130 6e-30
01[27691880|ref [ XP_221863.1| similar to RalBP1 - rat [Rattu... 126 9e-29
0i|27684837|ref [ XP_237272.1] similar to RalA bindingprotei... 124 5e-28
0116692092|emb|CAB65771.1] Ral interacting protein [Xenopus... 121 3e-27
01[11991531|emb|CAC19674.1] RaB-binding protein [Xenopusl... 118 2e-



Secb RalBD blast

gi | 5918167| enb| CAB56222. 1| pl exi n-B1l/ SEP receptor [Homp sapi ens]
Length = 1952

Score = 37.0 bits (84), Expect = 0.069
Identities = 32/95 (33%, Positives = 47/95 (49%, Gaps = 9/95 (9%

Query: 8 PLVTG SPNEQ P- - - WIKVTI RGENLGTGPTDLI GL- TI CG- HCLLTAE- - WWBASKI C 60
PL+ + P GP T+VTI RG NLG D++G+ T+ G C + A+ +S+S +C
Shj ct: 887 PLI HSVEPLTG PVDGGTRVTI RGSNLGQHVQDVLGWTVAGVYPCAVDAQEYEVSSSLVC 945

Query: 61 RVGQAKND- KGDI | VTTKSGGRGTSTVSFKLLKPE 94
G+ + G V GRG S F P+
Shj ct: 946 | TGASGEEVAGATAVEVPGRGRGVSEHDFAYQDPK 980

gi | 6010211| enb| CAB57277. 1| semaphorin receptor [Hono sapiens] Length = 2135 Score = 36.2 bits (82),
Expect = 0.12 ldentities = 31/94 (32%, Positives = 46/94 (48%, Gaps = 7/94 (7%
Query: 8 PLVTA SPNEG - - PWTKVTI RGENLGTGPTDLI GL- Tl CG- HCLLTAE- - WMSASKI CR 61

>gi | 27721581| ref | XP_236640. 1| simlar to plexinBl [ Mus nmusculus] [Rattus norvegi cus]
Length = 2150

Score = 35.8 bits (81), Expect = 0.14
Identities = 31/98 (31%, Positives = 48/98 (48%, Gaps = 7/98 (7%

Query: 8 PLVTG SPNEG - - PWTKVTI RGENLGTGPTDLI GLT- |1 CG- HCLL- TAEW MSASKI CR 61
PL+ + P G T+VTI RG NLG Dt+G+ + G C + E+ +S+S +C
Shj ct: 1062 PLI HSVEPLTGPI DGGTRVTI RGSNL GQHVQDVL GWRVAGVPCAVDVGEYDVSSSLVCI 1121

Query: 62 VGQAKND- KGDI | VTTKSGGRGTSTVSFKLLKPEKI G 98
G+ + G+ V GGS SF P+ + |
Shjct: 1122 TGSSGEEVTGAVAVEVPGRGHGVSEFSFAYQDPKVLSI 1159
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Semaphorins _
Plexins

Plexin Repeats
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Met proto-oncogene
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Similar structure but different function
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Transcription factor Ral-binding domain
NFkB p50 of SecS



