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Types of Ga subunits
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Biogenic amines Amino acids and ions

Noradrenaling, Glutamate, Ca?*, Lipids

dapamine, GABA LPA. PAF, prostaglanding, leukolrienes, anandamine, S1P
5-HT, histamine, '

acetylcholine Peptides and proteins

Angiotensin, bradykinin, thrombin, bombesin, FSH, LH, TSH, endorphins
x”——_‘* Others.

Light, odorants, pheromones, nucleotides, opiates, cannabinoids, endorphins

GDP ﬁ lon channels, Biological responses

ﬁ
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P13y, PLC-p. Proliferation, differentiation,
adenylyl cyclases development, call survival,
angiogenasis, hypertrophy,
G-protein- mdependenl aner
effector molecules

@

GTP GTP GTP GTP
Gene expression

Adenylyl cyclases, PLC-f,  Adenylyl cyclases, RhoGEFs, Q regulation
inhibition of eAMP DAG,  increase incAMP  Rho \‘\—i, @,

production, Ca?*, concentration ] 1

ion channels, PKG \U/

phosphodiesterases, Transcription Nucleus

phospholipases factors

TRENDS In Pharmecoiogioal Soiences

Aim of the project : To study the structure of G a subunits by
comparing a member of each family.

G proteins in the Genome
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(Ras like domain)

Structure of a Ga subunit

Hd (helical domain)




6 a-helices

a subunit
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